Lista publikacji DNAPointer:

1) Juszczuk-Kubiak E, Flisikowski K, Witska K., Nucleotide sequence and variations of the
bovine myocyte enhancer factor 2C (MEF2C) gene ptemin Bos Taurus cattle., Mol Biol
Rep. 2010 Jun 29

http://www.ncbi.nlm.nih.gov/pubmed/20585884

2) Krawczyk A, Hasse-Lazar K, Pawlaczek A, Szpakzdk S, Krajewska J, Paliczka-
Cieslak E, Jurecka-Lubieniecka B, Roskosz J, Chmielikigja J, Cierpka L, Peczkowska M,
Preibisz A, Januszewicz A, Otto M, Jarzab B., Gaahmutations of RET, SDHB, SDHD,
and VHL genes in patients with apparently sporagpbeochromocytomas and
paragangliomas, Endokrynol Pol. 2010 Jan-Feb;64319.

http://www.ncbi.nlm.nih.gov/pubmed/20205103

3) Goluch D, Korwin-Kossakowska A, Prusak B, Pidaea M, Urbanski P, Michaluk A,
Sender G., The study of polymorphism within thenpoter region of the osteopontin (OPN)
gene in sows, Neuro Endocrinol Lett. 2009;30(4):925

http://www.ncbi.nlm.nih.gov/pubmed/20010486

4) Szewczyk B, Barski P, Sihler W, Rabalski L, $az |, Hoyos-Carvajal L, de Souza ML.,
Detection and identification of baculovirus pestes by multitemperature single-strand
conformational polymorphism, J Environ Sci Hed@th2008 Sep;43(7):539-45.

http://www.ncbi.nlm.nih.gov/pubmed/18803107

5) Piekarska K, Jagielski M., Genetical conditignirof fluoroquinolone resistance
mechanisms of clinical enterococcus faecalis stirdinThe mutations present in the grdrs of
gyrA, gyrB, parC and parE genes, Med Dosw Mikrobl07;59(4):329-41.

http://www.ncbi.nlm.nih.gov/pubmed/18416125

6) Zasada AA, Jagielski M., Valuation for usefulmes selected chromosomal markers for
Bacillus anthracis identification. Il. Valuation rfanarkers SSH and rpoB, Med Dosw
Mikrobiol. 2006;58(4):355-62.



http://www.ncbi.nlm.nih.gov/pubmed/17642313

7) Borkowska E, Binka-Kowalska A, Constantinou MaWtocka A, Matych J, Katuzewski
B., P53 mutations in urinary bladder cancer pasidrdm Central Poland., J Appl Genet.
2007;48(2):177-83.

http://www.ncbi.nlm.nih.gov/pubmed/17495352

8) Constantinou M, Binka-Kowalska A, Borkowska Eajac E, Jatmuzna P, Matych J,
Nawrocka A, Katuzewski B., Application of multipleéxISH, CGH and MSSCP techniques
for cytogenetic and molecular analysis of transgiocell carcinoma (TCC) cells in voided
urine specimens., J Appl Genet. 2006;47(3):273-5.

http://www.ncbi.nlm.nih.gov/pubmed/16877809

9) Korwin-Kossakowska A, Wysagka-Koko J, Sender G., A novel polymorphism of the
porcine prolactin gene (PRL)., Neuro EndocrinoltL 2006 Feb-Apr;27(1-2):241-6.

http://www.ncbi.nlm.nih.gov/pubmed/16648817

10) Bezak A, Kaczanowski R, Dossenbach-Glaningagfugharczyk K, Lubitz W, Hopmeier
P., Detection of single nucleotide polymorphismaagulation factor XI deficient patients
by multitemperature single-strand conformation pwyphism analysis., J Clin Lab Anal.
2005;19(6):233-40.

http://www.ncbhi.nlm.nih.gov/pubmed/16302212

11) Wyszyiska-Koko J, Kuryt J., A novel polymorphism in exbrof the porcine myogenin
gene., J Appl Genet. 2005;46(4):399-402.

http://www.ncbi.nlm.nih.gov/pubmed/16278514

12) Ignacak M, Turek-Plewa J, Limon J, Trzeciak \WA&Inovel c.C2754 > T transition in the
androgen receptor gene introduces the prematurenation codon Q798X and results in a
truncated form of the receptor., Gynecol Endocri@éb4 Oct;19(4):178-81.

http://www.ncbi.nlm.nih.gov/pubmed/15724799




13) Moric-Janiszewska E, Herbert E, Cholewa K,peitiki A, Trusz-Gluza M, Wilczok T.,
Mutational screening of SCN5A linked disorders imlish patients and their family
members., J Appl Genet. 2004;45(3):383-90.

http://www.ncbi.nlm.nih.gov/pubmed/15306732

14) Gierczyiski R, Jagielski M, Rastawicki W., Evaluation of ethusefulness of
multitemperature single-stranded conformationalyparphism (MSSCP) for differentiation
of selected bacterial gene variants (alleles), Medw Mikrobiol. 2003;55(2):147-55.

http://www.ncbi.nlm.nih.gov/pubmed/14577194

15) Rozycka A, Skorupska E, Kostyrko A, Trzeciak WHvidence for S284L mutation of
the CHRNA4 in a white family with autosomal domiharocturnal frontal lobe epilepsy.,
Epilepsia. 2003 Aug;44(8):1113-7.

http://www.ncbi.nlm.nih.gov/pubmed/12887446

16) Ignacak M, Niedziela M, Trzeciak WH., Transiti€2718T in the AR gene, resulting in
generation of a termination codon and truncatednfaf the androgen receptor, causes
complete androgen insensitivity syndrome., J Apph&. 2002;43(1):109-14.

http://www.ncbi.nlm.nih.gov/pubmed/12084976

17) Moric E, Herbert E, Mazurek U, Samelska J, €nal K, Trusz-Gluza M, Wilczok T J.,
The KVLQT1 gene is not a common target for mutation patients with various heart
pathologies., Appl Genet. 2002;43(2):245-54.

http://www.ncbi.nlm.nih.gov/pubmed/12080180

18) Kaczanowski R, Trzeciak L, Kucharczyk K., Mtdthperature single-strand

conformation polymorphism., Electrophoresis. 20it;22(16):3539-45.

http://www.ncbi.nlm.nih.gov/pubmed/11669539




